™~ FusionPlex® Sarcoma v2 Panel

ARCHER@/) Product Insert

FusionPlex® Sarcoma v2

Description

The FusionPlex Sarcoma v2 panel is an optimized, balanced pool of gene-specific primer (GSP)
oligonucleotides that is used in conjunction with FusionPlex Reagents and Molecular Barcode (MBC)
Adapters to produce targeted NGS libraries.

FusionPlex Sarcoma v2 contains 659 GSPs targeting 63 genes commonly mutated in sarcomas.

Contents
g Storage
Description Part Number Conditions
FusionPlex Sarcoma v2 GSP1 - 8 reactions SA19191081
FusionPlex Sarcoma v2 GSP2 - 8 reactions SA19191082 -20°C £ 10°C
10X VCP Primer Mix SA0126
Recommended PCR Cycling
Step Temperature (°C) Time Cycles
1 95 3 min 1
. 2 95 30 sec
';;ztc':igr'? 3 63 5 min (100% ramp rate) 15
4 72 3 min 1
5 4 Hold 1
1 95 3 min 1
2 95 30 sec "
Se;°"°:.PCR 3 65 5 min (100% ramp rate) 20
eaction 4 72 3 min 1
5 4 Hold 1

*The number of PCR2 cycles may be decreased if you regularly experience library yields greater than 200nM.

Recommended Reads and Multiplexing
FusionPlex Sarcoma v2 libraries should be sequenced to a minimum of 2M reads. Based on end-user
experience, fewer reads may be sufficient for libraries prepared using limited input masses.

Archer Analysis Settings

Sequencing data should be processed using Archer Analysis (v6.0 or greater). The FusionPlex
Sarcoma v2 panel requires selection of the RNA Fusion and (optional) RNA SNP/Indel pipeline(s),
found under the RNA Analysis Type (see the software user manual for further details on setting up
analyses).
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Assay Targets
Gene Accession Exon Assay Type Description**
2,4,6, 8,10, 12,
14,16, 17, 18, Fusion, ALK ATI", Internal
ALK NM_004304 19, intron19, 20, deletion (ALKA2-17, 5
mid-exon20, 21, ALKA2-3)
22, 23, 26
Internal deletion (ALKA2- ,
ALK NM_004304 1,2 17, ALKA2-3) 3
p.P1153-
ALK NM_004304 22, 23,25 Mutation p.C1156,p.F1174,p.L1196-
p.S1206,p.G1269
BCOR NM_017745 8 Fusion 5
mid-exon2, 3, 4, Fusion, Internal Tandem
BCOR NM_001123385 mid-exon4, 5, 6, bu lication 5
7,8,9,11, 15 P
2,4, mid-exon4, Fusion, Internal Tandem
BCOR NM_001123385 6, 7, mid-exon7, bu lication 3
10, 12, 14, 15 P
Fusion, Kinase Domain
2,3,4,5,7,8,9 o
A a4 4o ar  Duplication, BRAFA2-10, '
BRAF NM_004333 10, 111,622, 15, BRAFA4-10, BRAFA2-8, 5
BRAFA3-8, BRAFA4-8
Fusion, Kinase Domain
1,2,3,7,8,10, Duplication, BRAFA2-10, ,
BRAF NM_004333 13,14, 18 BRAFA4-10, BRAFA2-8, 3
BRAFA3-8, BRAFA4-8
BRAF NM_004333 15 Mutation p.V600
CAMTA1 NM 015215 &9 m;ddem”g’ Fusion 5
CAMTA1 NM_015215 3 Fusion 3
2%,3,4,5,6, . '
CCNB3 NM_033031 mid-exon 6, 7 Fusion 5
CIC NM_015125 12 Fusion 5
14, 15, 16, 17,
18, mid-exon19, . '
CiC NM_015125 19, mid-exon20. Fusion 3
20*
CSF1 NM_000757 2,3,4,5,6 Fusion 5
CSF1 NM 000757 28 7,8 mid- Fusion 3
- exon9*
CSF1 NM_172212 9* Fusion 3
CTNNB1 NM_001904 3 Mutation p.D32-p.S37
Fusion, Exon 2-7
7,8,9, 14,15 Lo
P Skipping (EGFRuvIII), ,
EGFR NM_005228 16, 17, 18, 19, Kinase Domain 5
20 L
Duplication
FusionPlex® Sarcoma v2
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Fusion, Exon 2-7

1, 24, 25, mid- Skipping (EGFRVIII), .
EGFR NM_005228 exon25, 26 Kinase Domain 3
Duplication
p.E709-p.G719,p.E746-
EGFR NM_005228 18, 19, 20, 21 Mutation p.L760,p.V774-
p.G796,p.L858-p.L861
EPC1 NM_025209 9,10, 11 Fusion 3
2*,3%4,5,6,7, ; '
ERG NM_004449 8.9 10, 11 Fusion 5
ESR1 NM_000125 56,7,8 Fusion 5'
ESR1 NM_000125 1,2,3,4,56,7 Fusion 3
3,4,5,6,7,8,9, ; '
ETV1 NM_004956 10,11, 12, 13 Fusion 5
ETV4 NM_001986 2> 4é 1’3’ 8, Fusion 5
ETV5 NM_004454 2*,3,7,8,9 Fusion 5'
ETV6 NM_001987 2,3,4,5,6,7 Fusion 5'
ETV6 NM_001987 1,2,3,4,56 Fusion 3
ETV6 NM_001987 3 Mutation p.Y104-p.R105
EWSR1 NM_005243 8 Fusion 5'
47 5’ 67 7! 8’ 97
EWSR1 NM_005243 10, 11, 12, 13, Fusion 3
14
2*,3,4,5,6,7, Fusion, Kinase Domain .
FGFR1 NM_015850 g9 10, 11, 17 Duplication 5
Fusion, Kinase Domain ,
FGFR1 NM_015850 12,17 Duplication 3
FGFR1 NM_023110 4,13, 14 Mutation p.T141,p.V561,p.K656
FGFR2 NM 000141 2 3’95’160’ .8 Fusion 5
FGFR2 NM_000141 16, 17, 18 Fusion 3
p.S252-
p.P253,p.G305,p.Y375-
FGFR2 NM_000141 7,9,12,13, 14 Mutation V395,p.1547-
p.N549,p.V564,p.A648-
p.K659
3,5,8,9, 10, 11, . '
FGFR3 NM_000142 12,13, 14 Fusion 5
16, 17, intron17, . ,
FGFR3 NM_000142 mid-exon18 Fusion 3
p.R248-p.S249,p.G370-
FGFR3 NM_000142 7,9,13,14, 16 Mutation p-R399,p.V555,p.D641-
p.K650,p.G697-p.K715
FOS NM_005252 mid-exon4 Fusion 3
FOSB NM_oog732 | Midexent Fusion 5
FOXO1 NM_002015 1%, 2, 3* Fusion 5'
FOXO1 NM_002015 1*, 2%, 3* Fusion 3
FusionPlex® Sarcoma v2
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3, 4, 5, mid-
FUS NM_004960 exon6, 6,7, 8, 9, Fusion 3
10, 11, 13, 14
GLN NM_005269 4,5,6,7 Fusion 5'
GLI1 NM_005269  + méd'?ex°”5’ Fusion 3
1, 2, 3, 4, mid- . .
HMGA2 NM_003483 exon5*, 5* Fusion 3
JAZF1 NM_175061 2,3,4 Fusion 3
MBTD1 NM_017643 3* Fusion 5'
MBTD1 NM_017643 15, 16, 17 Fusion 3'
MDM2 NM_002392 59 Fusion, Expression 5'
MDM2 NM_002392 2,4,6,8,10 Fusion, Expression 3'
MEAF6 NM_001270875 4,5 Fusion 3'
2,4,5,6,13, 14, Fusion, Exon 14 Skipping ,
MET NM_000245 ™45 16,17, 21 (METAex14) 5
Fusion, Exon 14 Skipping ,
MET NM_000245 2,13 (METAex14) 3
4,5,6,7,8,9, - : '
MGEA5 NM_012215 12,13, 14, 15 Fusion, Expression 5
MKL2 NM_014048 11,12,13 Fusion 5'
. p.L122, full CDS coverage
MYOD1 NM_002478 1 Mutation for mutation detection
NCOA1 NM_t47223 112 ; 3,14, Fusion 5
11,12, 13, 14,
NCOA2 NM_006540 intron14, 15, 16, Fusion 5'
22
NCOA2 NM_006540 14 Fusion 3
NCOA3 NM_006534 2*,13, 14, 15, 16 Fusion 5'
NCOA3 NM_006534 20 Fusion 3
NR4A3 NM_173200 2*,3%,4,5,7,9 Fusion, Expression 5'
NR4A3 NM_173200 8 Fusion, Expression 3'
NTRK1 NM_001007792 1,2 Fusion 5'
1! 2’ 3! 4! 5’ 6! 7!
NTRK1 NM_002529 8,9, 10, 11, 12, Fusion 5'
13, 14
13, 14, 15, 16, _ Full Kinase Do_maln
NTRK1 NM_002529 17 Mutation coverage for resistance
mutations including p.G595
47 5’ 67 7! 8’ 97
10, 11,12, 13, . '
NTRK2 NM_006180 1415, 16. 17, Fusion 5
18
NTRK2 NM_006180 11, 14 Fusion 3
16.17. 18. 19 Full Kinase Domain
NTRK2 NM_006180 ’ 20’ 21’ ’ Mutation coverage for resistance
’ mutations
FusionPlex® Sarcoma v2
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NTRK3 NM_001007156 15 Fusion 5'
3! 4’ 5! 6! 7’ 8! 9!
NTRK3 NM_002530 10, 11,12, 13, Fusion 5'
14, 15, 16
NTRK3 NM_002530 13, 14, 15, 17 Fusion 3
Full Kinase Domain
15, 16, 17, 18, : coverage for resistance
NTRKS NM_002530 19 Mutation mutation detection including
p.F617,p.G623,p.G696
2*, 3, mid-exon3,
NUTM1 NM_175741 4, 5, mid-exon6, Fusion 5'
6

PAX3 NM_181459 2,4,8 Fusion, Expression 5'

PAX3 NM_181459 3,5,6,7,8 Fusion, Expression 3'
PDGFB NM_002608 2,3 Fusion 5'

10, 11, 12, mid-
PDGFRA NM_006206 exon12, 13, 14, Fusion,PDGFRAAS8,9 5'
15
PDGFRA NM_006206 7 Fusion,PDGFRAAS8,9 3
PDGFRA NM_006206 15,18 Mutation p.T674,p.D842

PHF1 NM_024165 1% 2 Fusion 5'

PHF1 NM_024165 10, 11, 12 Fusion 3
PLAG1 NM_002655 1,2,3,4 Fusion 5'
PRKCA NM_002737 4,5,6,9,15 Fusion 5'
PRKCB NM_002738 1,3,7,8,9 Fusion 5'
PRKCD NM_006254 9,10, 11,12, 15 Fusion 5'
PRKCD NM_006254 18 Fusion 3

2%,4,5,6,7, 8, : '

RAF1 NM_002880 9.10, 11, 12 Fusion 5

RAF1 NM_002880 4,5,6,7,8,9 Fusion 3

2,4,6,8,9, 10,
RET NM_020630 11, mid-exon11, Fusion 5'
12,13, 14
RET NM_020630 15, 16 Mutation p.A883,p.M918
2,4,7,31, 32,
ROS1 NM_002944 33, 34, 35, 36, Fusion 5'
37

ROS1 NM_002944 38 Mutation p.G2032

ss18  NM_ootoo7ss9 24> 610 Fusion 5

SS18 NM_001007559 4,5,6,8,9, 10 Fusion 3

1*! 2*1 3! 4’ 5! 6!
STAT6 NM_001178078 7, 15, 16, 17, 18, Fusion 5'
19, 20

TAF15 NM_139215 6,7 Fusion 5'
TAF15 NM_139215 56,7,9 Fusion 3
TCF12 NM_207036 4,5,6 Fusion 3'
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TFE3 NM_006521  2,3,4,5,6,7,8 Fusion 5
TFE3 NM_006521 2,3,4,5,6 Fusion 3
TFG NM_006070 6 Fusion 5

3, 4,5, 6,7, mid- . .
TFG NM_006070 exons Fusion 3
USP6 NM_004505 M- e§°”1 : Fusion 5

VGLL2 NM_182645 1,2, 3, intron3, 4 Fusion 3
YAP1  NM_001130145 m?:dfxé’”;’ 2 Fusion 5
YAP1  NM_001130145 1,2,3,4,5,6,7 Fusion 3

YWHAE NM_006761 5 Fusion 3

*Indicates exons that are entirely untranslated region (UTR), or for which the UTR is targeted.

**The mutations listed are targeted by the assay design. Version 6.3 and earlier of Archer Analysis may not support RNA SNV/InDel variant
calling at exon junctions depending on the sequence context (SNVs <5bp, Indels <30bp). RNA SNV/InDel mutation detection is not
supported on the lon Torrent Sequencing Platform

'ALK-ATI currently requires review outside of Archer Analysis.

Limitations of Use

For Research Use Only. Not for use in diagnostic procedures. Not intended to be used in treatment of
animal or human diseases.

Safety data sheets pertaining to this product are available upon request.

This product or service is licensed under one or more of the following U.S. Patents: 8,835,358; 9,290,808; 9,290,809; 9,315,857; 9,708,659;
and 9,816137 owned by BD, and is licensed solely for the use described in the associated product literature. No other rights, implied or
otherwise, are granted to purchaser hereunder. Purchaser agrees, by way of example and not limitation, not to use this product to trace back
the origin of a nucleic acid to an individual cell as a discrete entity (e.g. single cell analysis).

©2021 Invitae Corporation. All rights reserved. Unless otherwise specified, all product names, service names, and logos appearing in this
product insert are trademarks owned by or licensed to Invitae, its subsidiaries, or its affiliates. No use of any Invitae trademark, trade name, or
trade dress in this product insert may be made without the prior written authorization of Invitae, except to identify Invitae’s products or
services.

ArcherDX, LLC, a subsidiary of Invitae Corporation, 1400 16th Street San Francisco, CA 94103
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