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o Single analysis o Trio analysis (Reason) o Somatic analysis (Fibroblasts) (Reason)

Index case

Name : Surname : Birthdate :

Father Mother

Name/Surname : Name/Surname :
Brother/sister/other:
N S :

Birthdate : Birthdate : ame/Surname

Clinical context: Birthdate :

Other pathologies:

Previous Genetic tests?: Yes / No. If yes:

Myelogram realized? Yes / No. If yes:

Karyotype /aCGH realized? Yes / No. If Yes:

Relevant results from other tests:

Familiar information

@M Affected D) 1] Other family history records:
O[] Non affected
(D[ H carrier |_ I

—» Patient

Sanger Sequencing diagnostic tests:

0O Primary familial polycythemia (EPOR gene)

0 Autosomal dominant secondary polycythemia (EGLN1 gene)

0 Chuvash erythrocytosis (VHL gene)

0 Autosomal dominant secondary polycythemia (EPAS1 gene)

Whole Exome Sequencing (WES)

O Full 96 genes WES panel

Please, check to apply for a specific WES subpanel, if relevant:

o Fanconi Anemia: (21 genes) FANCA , FANCB, FANCC, FANCD1 (BRCA2), FANCD2, FANCE, FANCF, FANCG (XRCC9), FANCI, FANCJ (BRIP1), FANCL (PHF9), FANCM, FANCN
(PALB2), FANCO (RAD51C), FANCP (SLX4), FANCQ (XPF), FANCR (RAD51), FANCS (BRCA1), FANCT (UBE2T), FANCU (XRCC2), FANCV (REV7/MAD2L2)

0 Telomeropathy/Dyskeratosis Congenita: DKC1, TERC, TERT, TINF2, RTEL1, CTC1, ACD, PARN, USB, NOP10, TCAB1, NHP2
0 Shwachman-Diamond syndrome: SDBS, SRP54

Advise: the Molecular Hematology Biology Group reserves the right to perform the analysis based on the information fullfiled on the request form, whenever the genetic test
may be relevant for the patient’s diagnosis,
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